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high-throughput sequencing technology, it is increasingly possible to directly extract and retrieve
genetic materials from ancient human fossils. This has led to a series of breakthroughs in the
genomic research of archaic humans, including reconstructing the past interactions between
archaic humans (i.e. Neanderthals and Denisovans) and modern humans outside Africa. Fossil
and ancient DNA evidences indicate that as the early modern humans spread from Africa,
they encountered and received genes from archaic humans after some coexistence with them;
likewise, the genes of early modern humans affected certain archaic populations, and that the
archaic populations had genetic admixture among themselves. Interbreeding among prehistoric
humans occurred many times across geography, and has laid down the foundation of the gene
pool of modern humans. It is profoundly influencing the way we think about our physiology and

morphology as well as the prevalence of diseases in present-day.
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Fig.1 A possible model of interbreeding between archaic human and modern humans in late Pleistocene

1) —FhA 50 ANEIEER I FHE R U (gene flow from an unknown archaic group into Denisovans)®”*; 2) Jg %244 A
R EFHEZR T (gene flow from Neanderthals into Denisovans)™”; 3) Jg 24 A JE B i7t 16 S 0 LAAR (1 5 B A (gene

flow from Neanderthals into early modern humans outside Africa)™ >, 4) J}J2 2t L AFERIA [ 244 I i K BB I 3H
% (Denisovans gene flow into the ancestors of present-day humans in mainland Asia)®*; 5) F}J& % B AFEREI ) 244 K e
RIS (Denisovans gene flow into the ancestors of present-day humans in Oceania)®*"; 6) FLIIHIAR A KL BRI 16 ] /K Z8
[X [ J& 227345 A (gene flow from early modern humans into Altai Neanderthals)®™ . D.I 7x#HE 2 FLARIFEE A (denotes the

introgressing Denisovan) , N.I 75 JE 2218485 A\ BIJE RN (the introgressing Neanderthal)
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